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Mathematical -
tracing of protein misfolding

The classification of wvarious autoimmune diseases:accordingttotthe rmistolding
of specific proteins is following the: existing) praoffofitheir connection: Yet;, the:
misfolding is not being modéléed! according; toogeemetrybutiaccordingdtadhe e
problems arised by the energy flows. The jproteins can lbe wnfolded with a par-
allel productiom and measurement of appnoximately, 80.000 energy steady
states and could be compared with unfolded welll operating;proteinss The: defi:-
nitiom off & muct smaller length off & preteimwhichhmayy cantaimthie=misfoldingg
is crucial for transforming research-oriented pattenns to diagnostic tools: Creat-
ing new isomorphic representations of the mathematicall medeling)of thecener:-
gy form of proteins: cam provide: us withh matchingycriteria:for thectracingcof proo -
tein misfolding in much smaller scales.
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